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Conclusion: The rate of hospitalization of children with
complications of varicella is higher than described in our
previously study.
doi:10.1016/j.ijid.2010.02.663
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Para inﬂuenza type 3 epidemic in intermediate care nurs-
ery
K. AlTawil 1,∗, S. al saif 2, I. Ali 2, H. Tawakol2, A. Shafei 3
1 king Abdul aziz Medical City, riyadh, Saudi Arabia
2 King Abdel Aziz Medical City, Riyadh, Saudi Arabia
3 King Abdel Aziz Medical City, Riyadh, Saudi Arabia
Background: Para inﬂuenza virus (PIV) causes more than
30% of all acute respiratory infections in infants and chil-
dren. PIV type 3 accounts for the majority of infections in
newborn infants.
The objective was to describe an epidemic of PIV infec-
tion in the intermediate care neonatal unit (IMCNU) of
king Fahad National Guard Hospital, Riyadh-KSA Methods:
Prospective descriptive report of viral epidemic occurred in
the IMCNU.
Results: During the period April 26 to May 6,2008; a
total of 7 infants proved to be infected with PIV type 3,The
attack rate was 12.7%(7 infants affected out of 55 infants
exposed),median birth weight of 1850 gms (range:735-
2750gms), and median gestational age of 30 weeks(range:
26-39 weeks) and median postnatal age of 37 days (range:
17-123 days). Five infants presented with apneas and desat-
uraration, 4 infants were observed coughing and 4 infants
showed excessive nasopharyngeal secretion. Four infants
were having chronic lung disease as a predisposing factor.
Infants positive for PIV were cohorted together in 2 isola-
tion rooms, other contacts infants were also nursed together
in a different zone of the unit and the unit continued to
receive new admission. One infant needed nasal intermit-
tent ventilation and 4 babies responded to oxygen therapy
by nasal cannula. Al infants survived and discharged in good
conditions.
Conclusion: PIV infection of little infants in IMCNU may
cause destabilization of their clinical conditions and can pre-
cipitate serious episodes of cardiorespiratory instabilities.
Conservative management of affected infants usually
adequate. PIV epidemic can be controlled by utilizing basic
infectious barriers precautions and cohorting infected inants
together.
doi:10.1016/j.ijid.2010.02.664
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ntroduction of a new lineage VP7 of rotavirus G1 in the
enezuelan population
. Vizzi 1,∗, O. Pin˜eros1, A.C. Alcala1, L. Naranjo2, J.A.
uarez2, F. Liprandi1
Instituto Venezolano de Investigaciones Cientiﬁcas, Cara-
as, Miranda, Venezuela
Instituto de Medicina Tropical, Caracas, Venezuela
Background: G1 is the most widespread rotavirus type
ssociated to acute gastroenteritis in children from many
ountries. Genetic and antigenic heterogeneity seem to be
he reason for this consistent predominance of G1 serotype
otaviruses throughout the world over the years.
Although studies previously conducted in Venezuela indi-
ated a broad diversity in circulating rotavirus types, more
ecent data show that G1P[8] rotaviruses is the most widely
irculating type since November 2007 in Caracas. In an
ttempt to investigate the impact of currently available
accines, human rotavirus isolates obtained from clinical
amples in Venezuelan cities over time and identiﬁed as
1P[8], were studied to acquire information about the pat-
ern of genetic evolution of this type, and to understand the
echanisms of distribution and selection of rotavirus strains
nd lineages.
Methods: Sequences of amplicons of 850 bp from VP7
otavirus genes of one G1 strain isolated in Valencia dur-
ng year 2003, and 3 strains obtained during the 2008 in
aracas were compared with the homologous regions of 43
eference G1 strains obtained from GenBank. Phylogenetic
nalysis was made using the neighbor-joining method.
Results: VP7 gene analysis demonstrated that Venezuelan
1 rotavirus strains segregated in two different genetic lin-
ages, with the three most recent isolates of 2008 clustering
nto lineage I and the strain of the 2003 into lineage II, the
atter closely related to the recently introduced monovalent
1 Rotarix® vaccine. Analysis of deduced amino acid VP7
equences of the three G1 rotavirus strains isolated during
he 2008 revealed amino acid changes located on B (94S1N)
nd E (217T1M) regions.
Conclusion: The increase in circulation of G1 rotaviruses
bserved in Caracas since November 2007 may be associ-
ted with the introduction of novel G1 strains that exhibited
mino acid changes in antigenic regions involved in rotavirus
eutralization. It is important to continue the surveillance
o understand how these changes might affect the effective-
ess of the vaccine.
oi:10.1016/j.ijid.2010.02.665
4.035
he nucleocapsid protein of SARS CoV interacts with PIAS1
nd affects the NFkappaB pathway
. satija1,∗, R. Ahmed2, S. Lal2
international center for genetic engineering and biotech-
ology, 110065, India
ICGEB, New Delhi Component, Delhi, India
Background: A leading cause of morbidity, mortality and
conomic loss amongst viral diseases are acute viral respira-
ory tract infections. Today, even after the chain of spread
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f disease has been broken successfully, there remains a
rightening prospect of a future outbreak whichmay bemore
ontagious or virulent than ever encountered before.
Methods: Protein inhibitor of activated signal transducer
nd activator of transcription (STAT) 1(PIAS1) was identi-
ed in yeast two hybrid screens as an interacting partner
or STAT1. The interaction of N with PIAS1 was validated in
ammalian cells using co-immunoprecipitation.
Results: Our results of time-course based co-localisation
hows that the localization of N shifts from cytoplasmic to
uclear in presence of PIAS1. This, not only points towards
nteraction between N and PIAS1 but also one that is of major
hysiological consequence. PIAS1 acts as a key regulator of
K’B signaling pathway in the nucleus where it inhibits its
NA binding activity and NK’B mediated gene activation. NF-
B is a critical regulator of the immediate early pathogen
esponse, playing an important role in promoting inﬂamma-
ion and in the regulation of cell proliferation and survival.
ene activation analysis have shown that PIAS1 selectively
egulates a subset of NK’B dependent genes, with a notable
reference for proinﬂammatory cytokines and chemokines.
ere, we found that in presence of N, the inhibition induced
y PIAS1 to DNA binding activity of NF’B and NF’B medi-
ted gene activation is lifted. Not only that, our results
eveals that both DNA binding activity and NF’B mediated
ene activation is enhanced in presence of N.
Conclusion: We hypothesize that N translocates into
he nucleus where it, enhances the DNA binding activ-
ty of NF’B and NF’B mediated gene expression by lifting
p the inhibition imposed by PIAS1. Since many protein
roducts of the NF’B sensitive genes have been reported
o be upregulated in fatal clinical cases of SARS, we fur-
her hypothesize that N protein plays an important role in
xcessive expression/secretion of cytokines and chemokines
hereby contributing signiﬁcantly to the lung injury seen in
ases of SARS.
oi:10.1016/j.ijid.2010.02.666
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olecular epidemiology of rhinoviruses among children
iagnosed as severe pneumonia in the Philippines
. Fuji 1,∗, A. Suzuki1, S. Lupisan2, R. Tamaki3, M. Saito3,
. De Leon4, R. Olveda2, H. Oshitani1
Tohoku University Graduate School of Medicine, Sendai,
apan
Research Institute for Tropical Medicine, Manila, Philip-
ines
Research Center for Emerging and Re-emerging Infections,
anila, Philippines
Eastern Visayas Regional Medical Center, Tacloban, Philip-
ines
Background: Rhinovirus (Rhino) is one of the major
iruses of respiratory illness. There is a report that rhi-
oviruses had the highest prevalence among diseased cases
mong children under 5 years old who are hospitalized
y acute respiratory illness. The novel group of rhinovirus
rhino C) was found recently. However, details of epidemi-
logical features, including rhino C, in tropical climate are
till unknown. In this study, we tried to access the impor-
1
F
pternational Congress on Infectious Diseases (ICID) Abstracts
ance of rhinoviruses among severe respiratory infection of
hildren in the Philippines.
Methods: 816 nasopharyngeal swabs which were col-
ected from May 2008 to May 2009 from children (age: 7days
14years old) who were diagnosed as severe pneumonia were
sed.
RNA was extracted and subjected to RT-PCR targeting
’Non Coding Region and VP4/VP2 region. Sequencing analy-
is was carried out and rhinoviruses genogroups (A∼C) were
etermined.
Results: 243 out of 816 samples (30%) were positive for
hinoviruses. Among rhinoviruses positive samples, 131 (54%)
ere positive for rhino A, 25 (10%) were for rhino B, and
6 (35%) were for rhino C. The nucleotide sequence of Rhi-
ovirses (A,B,C) in VP4/VP2 showed that variable types of
hinovirus are co-circulating in one area, and were related
losely to the ones reported from various countries and year.
o etiological correlation was seen between any genogroups
r subspecies and severity. Rhinoviruses were detected all
he year.
However there was a peak for Rhino A in July to Septem-
er, Rhino B in September to November, and Rhino C in
ebruary to March. Rhinovirus infection in tropical zone may
ave different seasonality from the one in template zone
nd each genogroups may have different seasonality.
Conclusion: Rhinoviruses were detected with high preva-
ence among severe pneumonia which may suggest their
mportance among children in the Philippines.
oi:10.1016/j.ijid.2010.02.667
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errovir in treatment of viral infectious diseases
. Kaplina1, E. Nazarova2, V. Ignatiev3, I. Evstaphieva1, N.
osik4, D. Nosik4,∗
Technomedservice Company, Moscow, Russian Federation
Kirov Research Institute of Hematology and Blood Transfu-
ion, Kirov, Russian Federation
Mordov State University, Saransk, Russian Federation
The D.I.Ivanovsky Institute of Virology Russian Academy
edical Sciences, Moscow, Russian Federation
Background: Viral diseases occupy 1-st place in infectious
athology and agents having pluripotent activity against dif-
erent viruses are welcomed. Previously, it was found that
errovir (FV) (sodium salt of DNA from salmon’s milt con-
ugated with Fe3+) possess antiviral activity against DNA-
nd RNA-viruses with lipid membrane: Herpes Simplex Virus
HSV), Cytomegalovirus (CMV), Human Immunodeﬁciency
irus (HIV), Tick-borne encephalitis virus, Human and Avian
nﬂuenza Virus in vitro studies. The mechanism of FV action
s connected with induction of inﬂammation cytokines and
ligopeptide antiviral factors. FV was effective in immuno-
ompromised patients (pts) with HIV-infection and Hepatitis
infection. The aim of the study was to analyze the efﬁ-
iency of FV against HSV-, CMV- and Human Papillomavirus
nfection (PVI).Methods: Clinical study enrolled 29 pts (15 female and
4 male) with recurrent genital HSVinfection who received
V 75mg once in 2 days as i/m injection for 20 days and 30
ts received standard therapy. Group of 11 pts (female) with
